Exkcneptu JIJ1A HagatoTb iHGopMaLiiHy NiATPUMRY LWOAO TPAKTYyBaHHA
pe3y/bTatiB 1abopaTopHOro AOC/IAKEHHA Ta IHWKUX NPOdECIHUX NUTaHD.

TOB «MJT «[QIJTA» cepTudikoBaHo 3rifiHO BMMOr MixHapoaHoro ctaHgapty ISO 9001

LLlaHoBHwMI nikapto!

Pe3ynbTatn nabopaTopHUX OCAIAMEHDb HE € KNIHIYHUM [iarHO30M.

LLlaHoBHWIA KnieHTe!

[apaHTiA TOYHOCTI Ta JOCTOBIPHOCTI pe3yNbTaTiB JOCNiAHEeHb

. LiarHoctuynun uentp TOB «MJ1 «[IJ1A» akpeauToBaHuii HalioHanbHWM areHTCTBOM 3 akpeauTauil YKpaiHm
'Aa Ha gocnigMeHHA BignosigHo fo 1ISO 15189:2022, atectat npo akpeauTauito N230001 umHHUA go 18.10.2026
YKpaina, 01103, m. Kwis, Byn. MigBrcoLbKoro, 6a
@nOodiaua

[LiarHos No OncoDNA  Ne «I/1A» MNI6 naujeHta  [lata HapomkeHHs [laTa BUKOHaHHA  [laTa opopMAeHHs

Crop. 1/12

ﬂ IHpopMaLiiHo-cepBicHa cny»xba: 0 800 21 78 87

WQ.MQNFOS HARE Pe3synbtaT ONCoSELECT

KNKOYOBI TEHETUYHI 3MIHN*

HE BNABJIEHO

[aHi nauieHTa
[laTa Hapopa KeHHA:

Cratb: TEHOMHI NMOKA3HUKUA

L. . He BUABNEHO
KniHivHi gaHi:
KniHiyHwni1 giarHos:

AOOAOATKOBI MAPKEPU

He BUABIEHO
FicTronoriyHmia giarHos:

KNiHIYHO peneBaHTHI reHu, y AKUX He
BUABNEHO 3MiH, NpUAATHUX ANA TAPreTHol
Tepanii**

3pa3oK:

JNokanisauia nepBUHHOI
NYXAMHY: He BUAB/IEHO

*HaBeaeHi TiNbKM NaTOreHHi i MMOBIPHO NaTOreHHi BapiaHTw.
lNMOBHMI CNNCOK BUABNEHUX BapiaHTiB HABEAEHO B OpPUriHai

[ara 3abopy: penopTy.
**CneumdiyHnt ana neBHOro TUNy paky

TEPAMIT, ACOLIMOBAHI 3 K/TIHIYHOK KOPUCTHO

He BUAB/NEHO

PESIOME AOC/TIAKEHHA

MaToreHHWx abo MMOBIPHO NAaTOreHHMX BapiaHTiB He BUABNEHO.

MpumitKa: 3BepTaemo yBary, WO HaBeAeHi BACHOBKU IPYHTYIHOTbCS Ha aHani3i LMPKYNHOHYOT NYXAUHHOI
OHK (ctDNA), BuaineHoi 3 HagaHOro 3paska KpoBi (pianHHa 6ioncia). Ha nigcrasi uboro aHanisy
HEMOX/MBO FapaHTyBaTW HaABHICTb Yy KpoBi CtDNA, Wwo Hece myTauilo, paHiwe BUABNEHY Y 3pasKy
CONiQHOI NYX/INHW.

[ns KopeKTHOT iHTeprpeTauii pe3ynbTaTiB 4OCiAHeHb, 3BepHITbCA, byab flacka, Ao fikaps.

Jlinensia MO3 Ykpainm AL N°071280 Big 22.11.2012 p.

TEPAMNIT (MOBHUI NEPENIK)

He BUAB/NEHO
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LLlaHoBHwMI nikapto!

LLlaHoBHWIA KnieHTe!

Exkcneptu JIJ1A HagatoTb iHGopMaLiiHy NiATPUMRY LWOAO TPAKTYyBaHHA

Pe3ynbTatn nabopaTopHUX OCAIAMEHDb HE € KNIHIYHUM [iarHO30M.

[apaHTiA TOYHOCTI Ta JOCTOBIPHOCTI pe3yNbTaTiB JOCNiAHEeHb

LiarHoctuynun uentp TOB «MJ1 «[IJ1A» akpeauToBaHuii HalioHanbHWM areHTCTBOM 3 akpeauTauil YKpaiHm

o
D ' Aa Ha gocnigMeHHA BignosigHo fo 1ISO 15189:2022, atectat npo akpeauTauito N230001 umHHUA go 18.10.2026
YKpaina, 01103, m. Kwis, Byn. [igBrcoubKoro, 6a

pe3y/ibTatis 1abopaToOpHOro AOC/IAKEHHA Ta iHWKUX NPOMECIAHMX NUTaHD.

TOB «MJT «[QIJTA» cepTudikoBaHo 3rifiHO BMMOr MixHapoaHoro ctaHgapty ISO 9001

[ns KopeKTHOT iHTeprpeTauii pe3ynbTaTiB 4OCiAHeHb, 3BepHITbCA, byab flacka, Ao fikaps.

Jlinensia MO3 Ykpainm AL N°071280 Big 22.11.2012 p.

&5 OncoKDM'

) IHpopMaLiiHo-cepBicHa cny»xba: 0 800 21 78 87
@0O0odilaua o

[LiarHos No OncoDNA  Ne «I/1A» MNI6 naujeHta  [lata HapomkeHHs [laTa BUKOHaHHA  [laTa opopMAeHHs

Crop. 2/12

ONMNC BAPIAHTIB I3 TEPATIEBTUMHWUM 3HAYEHHAM

TepaneBTuuHi npenapaTu

FeH Karterop. EK30H '~Iac70'ri/N9 3miHa IHK  3miHa 6inky
Konii
reH NaLieHT
NM_000546.
TP53 SNV 8 39.26% 6:c. p.(R273H) - -
818G>A

bionoriunnit BnaAuB: BapiaHt R273H naToreHHWi; nigBuwye nponidepauio Ta
BUMKMBAHICTb KAITUH, CNPUAE Mirpauii Ta iHBasii. JocnigKeHHs Ha NabopaToOpHUX MULLAX
nokasanu 6inblly YaCcTOTy KapUUHOM.

TepaneBtnuHmnin Bnamus (Tier 1lI): Hemae 3aTBepa)KeHWX TapreTHMX Tepanii; 4yacto
ACOLLIIOETLCA 3 PE3UCTEHTHICTIO 40 XimioTepanii; gocniaxytTbca Hosi niaxoan Ta WEE1L-
iHribiTopwn.

BunagkoBe BUABNAEHHA: He NOB’A3aHWUI 3i CNaAKOBUMMW 3aXBOPIOBAHHAMM.

ONCOKDM VERSION 24.0.45
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LLlaHoBHwMI nikapto!

LLlaHoBHWIA KnieHTe!

Exkcneptu JIJ1A HagatoTb iHGopMaLiiHy NiATPUMRY LWOAO TPAKTYyBaHHA

Pe3ynbTatn nabopaTopHUX OCAIAMEHDb HE € KNIHIYHUM [iarHO30M.

Dina

Ne OncoDNA  Ne «J1/1A»

pe3y/ibTatis 1abopaToOpHOro AOC/IAKEHHA Ta iHWKUX NPOMECIAHMX NUTaHD.

TOB «MJT «[QIJTA» cepTudikoBaHo 3rifiHO BMMOr MixHapoaHoro ctaHgapty ISO 9001

[ns KopeKTHOT iHTeprpeTauii pe3ynbTaTiB 4OCiAHeHb, 3BepHITbCA, byab flacka, Ao fikaps.

Jlinensia MO3 Ykpainm AL N°071280 Big 22.11.2012 p.

[LiarHos

[apaHTiA TOYHOCTI Ta JOCTOBIPHOCTI pe3yNbTaTiB JOCNiAHEeHb

LiarHoctuynun uentp TOB «MJ1 «[IJ1A» akpeauToBaHuii HalioHanbHWM areHTCTBOM 3 akpeauTauil YKpaiHm
Ha gocnigMeHHA BignosigHo fo 1ISO 15189:2022, atectat npo akpeauTauito N230001 umHHUA go 18.10.2026

@nO0odilaua

leH
TP53 SNV
ARIDIA  DEL
ARID1A SNV
CDKN2A SNV
CHEK2 SNV
CHEK2 SNV
CHEK2 SNV
DICER1 SNV
MET SNV
NF1 SNV
PALB2 SNV
PTEN SNV
PTEN SNV
PTEN SNV
TERT SNV

Yacrota/

Karerop. Ne Konii

39.26%

1.10%

0.32%

0.69%

0.48%

0.60%

0.43%

0.39%

0.29%

0.26%

47.73%

1.18%

1.34%

0.75%

1.15%

QE: OncoKDM

by OncoDNA

YKpaina, 01103, m. Kwis, Byn. [igBrcoubKoro, 6a

MIb nauieHTa

3miHa AHK

NM_000546.
6:c.818G>A
NM_006015.
6:c.3999 400
1del
NM_006015.
6:¢.4003C>G

NM_0011951
32.2:¢.35C>T

NM_0010057
35.2:¢.420G>
C

NM_0010057
35.2:¢.410G>
C
NM_0010057
35.2:c.397_3
99delinsGTA
NM_0012916
28.2:¢.4263T
>G
NM_000245.
4:c.2584-1G>
A
NM_0010424
92.3:¢.1094C
>T

NM_024675.
4:c.2653C>A

NM_000314.
8:c.804C>A

NM_000314.
8:¢.810G>T

NM_000314.
8:c.814C>T

NM_198253.
3:c.-79-1858

[ata HapogkeHHA  [laTa BUKOHAHHA

CMUCOK NPEMAPATIB TEPAMIT (MOBHMIN CMNCOK)

3miHa bion. Tepan.

6inky Karerop. Karerop.
p.(R273H) NatoreHHun Tier llI
:‘;'(Q1334devus Tier Il
p.(R1335G) VUS Tier lll
p.(S12L)  VUS Tier lll
p.(R140S) VUS Tier lll
p.(R137T) VUS Tier lll
p.(S133V) VUS Tier Il
p.(D1421E) VUS Tier Ill
- VUS Tier lll
p.(S365L) VUS Tier Il
p.(P885T) VUS Tier Il
p.(D268E) VUS Tier Il
p.(M2701) VUS Tier Il
p.(H272Y) VUS Tier Il
- VUS Tier 1l

0 IHpopMaLiiHo-cepBicHa cny»xba: 0 800 21 78 87

[JaTa odpopmneHHs
Crop. 3/12

MNoteHu. [nnbuHa
Cnagk. npouwmr.

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

2797

3362

3087

2879

2892

2999

3747

2844

2095

1162

2160

1016

1048

1065

1397
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LLlaHoBHwMI nikapto!

LLlaHoBHWIA KnieHTe!

Exkcneptu JIJ1A HagatoTb iHGopMaLiiHy NiATPUMRY LWOAO TPAKTYyBaHHA

Pe3ynbTatn nabopaTopHUX OCAIAMEHDb HE € KNIHIYHUM [iarHO30M.

Dina

pe3y/ibTatis 1abopaToOpHOro AOC/IAKEHHA Ta iHWKUX NPOMECIAHMX NUTaHD.

TOB «MJT «[QIJTA» cepTudikoBaHo 3rifiHO BMMOr MixHapoaHoro ctaHgapty ISO 9001

[ns KopeKTHOT iHTeprpeTauii pe3ynbTaTiB 4OCiAHeHb, 3BepHITbCA, byab flacka, Ao fikaps.

Jlinensia MO3 Ykpainm AL N°071280 Big 22.11.2012 p.

[LiarHos

Ne OncoDNA  Ne «J1/1A»

[apaHTiA TOYHOCTI Ta JOCTOBIPHOCTI pe3yNbTaTiB JOCNiAHEeHb

LiarHoctuynun uentp TOB «MJ1 «[IJ1A» akpeauToBaHuii HalioHanbHWM areHTCTBOM 3 akpeauTauil YKpaiHm
Ha gocnigMeHHA BignosigHo fo 1ISO 15189:2022, atectat npo akpeauTauito N230001 umHHUA go 18.10.2026

YKpaina, 01103, m. Kwis, Byn. [igBrcoubKoro, 6a

@nO0odilaua

MIb nauieHTa

[aTta HapoaKeHHA

0 IHpopMaLiiHo-cepBicHa cny»xba: 0 800 21 78 87

CMMCOK MPEMAPATIB TEPANIT (MTOBHWI CNMCOK)

lFeH

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

TERT

A% OncoKDM’

Yacrota/
Karerop. Ne Konii
SNV 0.52%
SNV 0.88%
SNV 0.26%
SNV 1.14%
SNV 1.71%
SNV 0.42%
SNV 1.83%
SNV 0.64%
SNV 0.57%
SNV 1.49%
SNV 0.90%
SNV 0.55%
SNV 0.63%
SNV 0.73%
SNV 0.98%

by OncoDNA

3miHa AHK

NM_198253.

3:c.-79-1803
G>A

NM_198253.

3:c.-79-2658
A>C

NM_198253.

3:c.-79-1852
CT

NM_198253.

3:c.-79-2693
T>C

NM_198253.

3:c.-79-2741
T>A

NM_198253.

3:¢c.-79-2755
A>G

NM_198253.

3:¢c.-79-2770
G>C

NM_198253.

3:c.-79-2777
A>G

NM_198253.

3:c.-79-2788
T>C

NM_198253.

3:c.-79-2793
T>C

NM_198253.

3:c.-79-2794
G>A

NM_198253.

3:c.-79-2777
A>G

NM_198253.

3:c.-79-2788
T>C

NM_198253.

3:¢.-79-2793
T>C

NM_198253.

3:c.-79-2794
G>A

3miHa
6inky

bion. Tepan.

Karterop. Karterop.
VUS Tier 1l
VUS Tier Il
VUS Tier Il
VUS Tier Il
VUS Tier 1l
VUS Tier Il
VUS Tier Il
VUS Tier 1l
VUS Tier 1l
VUS Tier Il
VUS Tier Il
VUS Tier Il
VUS Tier 1l
VUS Tier Il
VUS Tier Il

[lata BUKOHaHHA

MoteHu,.

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

Hi

[JaTa odpopmneHHs

Cnagk.

Crop. 4/12

FrnnbuHa
NPOYMT.

2709

1025

1557

703

821

959

1149

1256

1409

1541

1553

1651

1915

1931

713
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CANCER TYPE PATIENT ID SAMPLE ID PATIENT NAME PATIENT BIRTHDATE VALIDATED ON Page 1/5

() OncoSHARE" OncoSELECT Analysis Report

h? by OncoDNA

KEY GENOMIC ALTERATIONS™

Patient
None
ID: ' GENOMIC SIGNATURES
Date of Birth:
None
zex: . ADDITIONAL BIOMARKERS
ancer Type:
None
Clinical o
RELEVANT GENES WITH NO ACTIONABLE ALTERATIONS
Medical Doctor:
None
Clinical Diagnosist * Only variants classified as pathogenic and likely pathogenic are reported here. The full list of identified variants is available

in the report.

Sample

Primary Tumor Site:
Collection Date:

** Cancer type specific

THERAPIES ASSOCIATED WITH CLINICAL BENEFIT

None

CLINICAL TRIALS

None

COMPREHENSIVE SUMMARY

We didn't identify any pathogenic nor likely pathogenic variant.

Rmk: Please note that our conclusions are based on the analysis of the ctDNA extracted from the blood biopsy provided. Based on this
analysis, we cannot guarantee that ctDNA carrying a mutation previously detected in the solid tumor is released into the blood.

THERAPIES (FULL LIST)

None

ACTIONABLE VARIANTS DESCRIPTION

Drugs related

Gene Cat. Exon Var. Freq. / Copy Nb cDNA AA
to gene to patient
NM_000546.6:c.
2 a
TP53 SNV 8 39.26% 818G>A p.(R273H)

BIOLOGICAL IMPACT: PATHOGENIC

This variant significantly alters the target DNA sequence without causing structural distortions, thus maintaining the abil-
ity to bind DNA. In vivo studies in mice with an engineered R273H variant in the endogenous locus (p53R273H/-) demon-
strated no difference in survival as compared to p53-/- mice. However, the p53R273H/- mice develop more carcino-
mas. Itremains unclear, how R273H p53 mediates broad chemoresistance or resistance to a particular class of DNA
damaging agents. Interaction of R273H p53 with MRE11 prevents the DNA damage protein complex from being recruited,
thereby promoting genomic instability and contributing to the oncogenic phenotype. The biological impacts of this vari-

%% OI'ICOKDMN ONCOKDM VERSION: 24.0.45

by OncoDNA
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CANCER TYPE

PATIENT ID SAMPLE ID PATIENT NAME PATIENT BIRTHDATE VALIDATED ON Page 2/5

antseems to increase proliferation and survival. (PMID: 15607980 ; PMID: 19815500). It has also been reported that this
variant results in decreased activation of Tp53 target gene expression, and also confers a gain of function to Tp53, result-
ing in aberrant transcriptional activation and increased cell migration (PMID:22114072; PMID:14743206). Interaction of this
variant and BCAR1 in the nucleus has been reported to play an important role in enhancing cancer cell invasion in vitro
(PMID: 33144694).

THERAPEUTICAL IMPACT: TIER 11l

At present, there are no approved targeted therapies for TP53 mutations, despite their high prevalence in cancer. More-
over, since many conventional anticancer agents (for example cisplatin and doxorubicin) induce DNA damage that triggers a
p53 response, variant of TP53 is often associated with enhanced resistance to conventional chemotherapy (PMID:8673929,
PMID:10102818). Therefore, the clinical benefit of chemotherapies might not be as strong as expected.

About 8% of TP53 mutations are nonsense mutations that lead to the expression of a truncated and inactive p53 pro-
tein. Currently, different approaches to restore nonsense TP53 mutations are being developed. The most promising one
consists in inducing readthrough of premature stop codons in nonsense mutants. Aminoglycosides such as gentamicin
and G418 have been shown to induce readthrough of the c.637C>T (p.R213*) mutant p53 and expression of full-length
p53 (PMID:21149266). However, clinical use of these drugs is limited by their toxicity. Other new therapies are being de-
veloped to target tumors expressing mutant p53, such as ALT 801 and adenovirus-p53 transduced dendritic cell vaccine
(PMID:21994418; PMID:24387333).

Further, TP53 mutations have been shown to be sensitive to WEE1 inhibitors (PMID:25125259, http://ascopubs.org/doi/abs
/10.1200/jco.2015.33.15_suppl.5506).

INCIDENTAL FINDING
This variant has not been associated with any inherited disease.

DETECTED VARIANTS LIST

Gene

TP53

ARID1A

ARID1A

CDKN2A

CHEK2

CHEK2

CHEK2

DICER1

MET

Cat.

SNV

DEL

SNV

SNV

SNV

SNV

SNV

SNV

SNV

Var. Freq. /
Copy Nb
39.26%

1.10%

0.32%

0.69%

0.48%

0.60%

0.43%

0.39%

0.29%

335‘ OncoKDM"

by OncoDNA

cDNA

NM_000546.
6:c.818G>A

NM_006015.
6:¢.3999_400
1del

NM_006015.
6:c.4003C>G

NM_0011951
32.2:¢.35C>T

NM_0010057
35.2:¢.420G>
C

NM_0010057
35.2:¢.410G>
C

NM_0010057
35.2:¢.397_3
99delinsGTA

NM_0012916
28.2:c.4263T
>G

NM_000245.
4:c.2584-1G>
A

AA

p.(R273H)

p.(Q1334del)

p.(R1335G)

p.(512L)

p.(R140S)

p.(R137T)

p.(5133V)

p.(D1421E)

Biological
Impact
Pathogenic

VUsS

VUS

VUS

VUS

VUS

VUS

VUS

VUS

Therapeutical
Impact
Tier Il

Tier 1l

Tier Il

Tier

Tier 1l

Tier 1l

Tier I

Tier 1l

Tier 1l

Incidental
Findings
NO

NO

NO

NO

NO

NO

NO

NO

NO

Depth

2797

3362

3087

2879

2892

2999

3747

2844

2095

(Continues on next page)
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https://www.ncbi.nlm.nih.gov/pubmed/22114072
https://www.ncbi.nlm.nih.gov/pubmed/14743206
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CANCER TYPE PATIENT ID SAMPLE ID PATIENT NAME PATIENT BIRTHDATE VALIDATED ON Page 3/5

(Continued from previous page)

Var. Freq. / Biological Therapeutical Incidental
Gene Cat. cDNA AA o Depth
Copy Nb Impact Impact Findings

NM_0010424
NF1 SNV 0.26% 92.3:c.1094C  p.(S365L) VUS Tier Il NO 1162
>T

NM_024675.
4:c.2653C>A

NM_000314.
8:c.804C>A

NM_000314.
8:¢.810G>T

NM_000314.
8:¢.814C>T

NM_198253.
TERT SNV 1.15% 3:c.-79-1858 - VUS Tier Il NO 1397
T>C

NM_198253.
TERT SNV 0.52% 3:¢c.-79-1803 - VUS Tier 1l NO 2709
G>A

NM_198253.
TERT SNV 0.88% 3:c.-79-2658 = VUS Tier Il NO 1025
A>C

NM_198253.
TERT SNV 0.26% 3:c.-79-1852 - VUS Tier Il NO 1557
T

NM_198253.
TERT SNV 1.14% 3:c.-79-2693 - VUS Tier Il NO 703
T>C

NM_198253.
TERT SNV 1.71% 3:¢.-79-2741 - VUS Tier Il NO 821
T>A

NM_198253.
TERT SNV 0.42% 3:c.-79-2755 = VUS Tier 1l NO 959
A>G

NM_198253.
TERT SNV 1.83% 3:c.-79-2770 - VUS Tier Il NO 1149
G>C

NM_198253.
TERT SNV 0.64% 3:¢.-79-2777 - VUS Tier Il NO 1256
A>G

NM_198253.
TERT SNV 0.57% 3:c.-79-2788 - VUS Tier Il NO 1409
T>C

NM_198253.
TERT SNV 1.49% 3:c.-79-2793 = VUS Tier 1l NO 1541
T>C

NM_198253.
TERT SNV 0.90% 3:c.-79-2794 - VUS Tier Il NO 1553
G>A

PALB2 SNV 47.73% p.(P885T) VUS Tier Il NO 2160

PTEN SNV 1.18% p.(D268E) VUS Tier Il NO 1016
PTEN SNV 1.34% p.(M270I) VUS Tier llI NO 1048

PTEN SNV 0.75% p.(H272Y) VUS Tier Il NO 1065

(Continues on next page)
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CANCER TYPE PATIENT ID SAMPLE ID
(Continued from previous page)
Var. Freq. /
Gene Cat. cDNA
Copy Nb
NM_198253.
TERT SNV 0.55% 3:c.-79-2800
A>G
NM_198253.
TERT SNV 0.63% 3:c.-79-2818
T>C
NM_198253.
TERT SNV 0.73% 3:c.-79-2819
A>G
NM_198253.
TERT SNV 0.98% 3:c.-79-2689
G

CLINICAL FORM

Date informed consent given/signed

Initial diagnosis date

Clinical diagnosis

Primary tumour site

Known metastatic sites

Date of biopsy/surgery or blood withdrawal
Sample type(s)

Histological diagnosis

TNM known ?

Biomarkers tested

Is the tissue sample sent for molecular diagnostics the
one used for the diagnosis (detailed above) ?

Sample site
Does patient have comorbidities ?

Has the patient previously undergone organ cancer
surgery?

Is patient currently receiving a cancer therapy ?
Known previous cancer therapies

Does the patient have a previous history of cancer?
ECOG

Smoking status

Alcohol consumption

Comments

OncoKDM"

by OncoDNA

5

PATIENT NAME

AA

PATIENT BIRTHDATE VALIDATED ON

Biological Therapeutical
Impact Impact
VUS Tier Il
VUs Tier Il
VUS Tier Il
VUsS Tier Il

Jan, 09 2026

Aug, 13 2021

Lung adenocarcinoma

Lung

Yes

Jan, 09 2026

Blood

Lung adenocarcinoma

Yes

Yes

Unmentioned

Metastasis

Yes

No

No
Yes
No

Incidental

Findings

NO

NO

NO

NO

Page 4/5

Depth

1651

1915

1931

713
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CANCER TYPE PATIENT ID SAMPLE ID PATIENT NAME PATIENT BIRTHDATE VALIDATED ON Page 5/5

PROCESS

IPG is the biggest Belgian anatomopathology laboratory and is among the biggest laboratories of its kind in Europe with
headquarters in Gosselies and a large section in Brussels. It has a total workspace of 285 people, among whom medical
specialists including 20 pathologists and 8 geneticists, 10 clinical biologists and highly skilled technicians. It was one of the
first companies to implement a high degree of integration of anatomic pathology data and molecular genetics. The ability to
integrate pathological data and molecular biology is not common and is an asset for the products provided by OncoDNA.

All the technical processes including the pathology QC check are performed by the Institute of Pathology and Genetics (IPG)
which is ISO15189 accredited (1ISO15189:2012 Medical Laboratories - Requirements for Quality and Competence) since the
6th October 2009 by BELAC, an ILAC MRA signatory. The quality of raw data is validated by OncoDNA before any further
interpretation.

OncoDNA is compliant with the Guideline for Good Practices of the International Conference on Harmonization (ICH GCP E6
R2) and certified ISO/IEC 27001:2013 (Requirement for Information Security Management Systems) since the 23rd November
2018 by the European Certification Accredity Body ICTS - International Certifcation Trust Services.

REPORT

Please keep in mind that this summary is not the complete report and is to be printed only for archiving purposes.
For more information, please see the dynamic version of the report displayed on oncoshare.oncokdm.com.
This report has been generated and validated on January, 27 2026

DISCLAIMER

Although reports can be kept in the patient's medical file, the reports do not constitute and are not intended to replace inde-
pendent medical judgment and advice. The information and drug recommendations contained in the reports are intended
solely for the general information of the medical doctor. Reports are not to be used "as is” for treatment purposes. The
information presented in the reports is not intended to replace professional medical care. The information contained in the
reports is neither intended to dictate what constitutes reasonable, appropriate or best care for any given health issue, nor
is it intended to be used as a substitute for the independent judgment of the medical doctor for any given health issue. The
reports merely constitute one element among all applicable information concerning the patient's condition (such as patient
and family history, physical examinations, information from other diagnostic tests, and patient preferences) to assist medi-
cal doctors in the determination or adaptation of the patients’ medical treatment. Treatment decisions remain the exclusive
responsibility of the medical doctor. The medical doctor solely and exclusively decides whether (and to what extent) to take
into consideration the reports with respect to his/her patient’s treatment.

Consequently, ONCODNA (including any of its subsidiaries or affiliates) assumes no liability whatsoever as to the possible
consequences of the decision of the medical doctor to follow or not the (content of) the reports. By accepting the terms
and conditions of this service and - where applicable -by signing or otherwise consenting to the ICF, the client, the medical
doctor and patient expressly declare and acknowledge having understood and agreed to ONCODNA's exclusion of liability.

As science changes rapidly, our proprietary database is continuously updated. Please note that depending on updates, minor
discrepancies may occur and especially when, for various reasons, the reports are republished.

MEDICAL VALIDATION

This report has been reviewed and validated by a certified pathologist in accordance with current clinical quality standards.

The signature below confirms the accuracy of the analysis, the interpretation of results, and their compliance with applicable
clinical and regulatory guidelines.

Pathologist’'s name: Dr. Pierre Lefesvre
Signature:
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